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3 <110> APPLICANT: Plantechno S.r.l. 

4 Plantechno S.r.l. 

6 <120> TITLE OF INVENTION: IN-SEED LYSOSOMAL ENZYMES 

8 <130> FILE REFERENCE: BW266R/RVP/rmp 
C — > 10 <140> CURRENT APPLICATION NUMBER: US/10/506 , 448A 
C — > 10 <141> CURRENT FILING DATE: 2004-09-01 

10 <150> PRIOR APPLICATION NUMBER: RM2002A000115 

11 <151> PRIOR FILING DATE: 2002-01-03 
13 <160> NUMBER OF SEQ ID NOS : 15 

15 <170> SOFTWARE: Patentln version 3.1 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 1551 

19 <212> TYPE: DNA 

20 <213> ORGANISM: Homo sapiens 

22 <220> FEATURE: 

23 <221> NAME/KEY: sig_peptide 

24 <222> LOCATION: (1)..(57) 

25 <223> OTHER INFORMATION: 

27 <220> FEATURE: 

28 <221> NAME /KEY: CDS 

29 <222> LOCATION: (1)..(1548) 

30 <223> OTHER INFORMATION: 
W~> 32 <220> 

33 <221> NAME/KEY: mat_peptide 

34 <222> LOCATION: (58).. () 

35 <223> OTHER INFORMATION: 
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295 450 455 460 

298 Asn Arg Ser Ser Lys Asp Val Pro Leu Thr lie Lys Asp Pro Ala Val 

299 465 470 475 

302 Gly Phe Leu Glu Thr lie Ser Pro Gly Tyr Ser lie His Thr Tyr Leu 

303 480 485 ~ 490 

306 Trp His Arg Gin 

307 495 

310 <210> SEQ ID NO: 3 

311 <211> LENGTH: 27 

312 <212>.TYPE: DNA 

313 <213> ORGANISM: Artificial Sequence 

315 <220> FEATURE: 

316 <223> OTHER INFORMATION: forward primer for human GCB amplification including DNA 
coding f 

317 or native signal peptide 

319 <400> SEQUENCE: 3 

320 tctagaatgg ctggcagcct cacaggt 27 

323 <210> SEQ ID NO: 4 

324 <211> LENGTH: 33 

325 <212> TYPE: DNA 

326 <213> ORGANISM: Artificial Sequence 

328 <220> FEATURE: 

329 <223> OTHER INFORMATION: Reverse primer for human GCB amplification 

331 <4 00> SEQUENCE: 4 

332 gtgtggatgg acaccgtagc ggtcactctc gag 33 

335 <210> SEQ ID NO: 5 

336 <211> LENGTH: 31 

337 <212> TYPE: DNA 

338 <213> ORGANISM: Artificial Sequence 

340 <220> FEATURE: 

341 <223> OTHER INFORMATION: forward primer for human GCB amplification excluding DNA 
coding f 

342 or native signal peptide 

344 <400> SEQUENCE: 5 

345 cccgggtgcc cgcccctgca tccctaaaag c 31 

348 <210> SEQ ID NO: 6 

349 <211> LENGTH: 1428 

350 <212> TYPE: DNA 

351 <213> ORGANISM: Glycine max 

353 <220> FEATURE: 

354 <221> NAME/KEY: promoter 

355 <222> LOCATION: (1) . . (1428) 

356 <223> OTHER INFORMATION: 
> 358 <400> 6 

359 taaaataatc tatacattaa aaaatttgat tttaaaattt tagaaattca tgattttatt 60 
361 tttttttacc agaaatccgt taatattgtt aaaatattac caactaattt ataaatttta 120 
363 ttttaaggca attaagcatg tttgataaaa tatatatatt gttataaata cttttcaaaa 180 
365 gtataaagtt gatgatggcg tggtggtaga ttattttagt tctaggttcg aatgcaagtt 240 
367 ggtttagaca tttagcctta ttcttttttc taaccaaaat aaatgtaaat ggaaaacctt 300 
369 taggaaaaaa aagaaatcaa aattgaaaac atcatccggt ggagtcgaga agcccacacc 360 
371 cacgtgaccc aacaatatta aaataagagt ttgctctaca gtaaatgcga tactttttta 420 
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L:10 M:270 C: Current Application Number differs, Replaced Current Application No 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:32 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1, Line# : 25 
L:37 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1, Line* : 30 
L:37 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1, Line# : 35 
L:358 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 6, Line# : 356 
L:418 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 7, Line# : 416 
L:439 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 8 , Line# : 432 
L:444 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 8 , Line# : 437 
L:444 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 8 , Line# : 442 
L:713 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12, Line# : 706 
L:718 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12, Line# : 711 
L:718 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12, Line# : 716 
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